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Table S1. Characteristics of the samples from premise plumbing. 

Sample Type of tap Floor Department 

TAP1 Standard 3 Intensive care 

TAP2 Standard 3 Intensive care 

TAP3 Standard 6 Transplantation 

TAP4 Standard 6 Transplantation 

TAP5 Standard 3 Transplant 

TAP6 Pedal 2 Oncology 

TAP7 Standard 2 Oncology 

TAP8 Standard 3 Transplant 

TAP9 Pedal 4 Neonatology 

TAP10 Pedal 3 Transplant 

 

 

 

 

 

 

 

 

 

 

 



Table S2. Frequency of detection of genera containing OPs across the sub-systems. 

TW DS TAP 

Legionella spp. 0/7 0/10 3/10 

Mycobacterium spp. 7/7 0/10 1/10 

Pseudomonas spp. 4/7 8/10 2/10 

Sphingomonas spp. 4/7 9/10 10/10 



Figure S1. Venn diagram showing the shared OTUs across the sub-systems. 

 

 

 

 


